□ Changod7;:.o^.orn n JaSC^o aSCiOVTT E R E D (ST.c s.a, 

I ) Changod iho margins in cases wtioro iho sequenco loxl was v^rappcd" down to Iho noxi line. 

I — j Edilcd a ronnal enor in Ihe Currenl Application Oala section. specHicaily; 



[ ) Edited Iho Cuffeni Applicalion Oala seclion wrlh Ihe actuaJ cuneni number. The number inpulled by Iho 
applicant was Q Ihe prior application data; or Q olher 

[ I Added Iho mandolory heading and subheadings for "Current Applicalion Oala". 

[ I Edited Iho 'Number of Sequences' liold. The applicant spelled out a numbcr instoadol using an inlogor. 

[ 1 Changed Iho spelling ol a mandatory licid {the headings or subheadings), specifically.^ 

I [ Conecied the SEQ 10 NQ when obviously incorrccl. The segucnce numbers lhat were edited were: 

Inseried or corroded a nucleic number at Iho end of a nucleic lino. SEO 10 NO*s edited; 



I 1 Coaocled subheading placement. All responses must bo on Iho same line as'each subheading. If iho 

aoolicanl placed a response below Iho subheading. Ihis was moved lo its appropnato placo 

RECEIVED 

[ ] Inserted colons alter headings/subheadings. Headings edited included:-. . 

: • NOV 0 9 2 001 



j j Deloled extra, invalid, headings-used by an applicant. specificaJIy: 



TECHCFNTER160Q/29QC 



[ 1 Oeletod: □ rton-ASC'H "*garbago' at tho beginning/end ol lilos; O secretary initials/filenamo at end of lite: 

□ page numbers throughoul lexl; □ olher invalid toxl. such as — \ . _ 



f ) Inserted mandatory headings, specincally: 



*7 



f ] Corrected an obvious eno: in tho response, specifically: 



I 1 EdUod identifiers whercu^per <:as6 is used W lower case is required, or vice versa. 

( I Correaed an orror.in Iho Number ol Sequences field, specilically: 

[ I A 'Hard Pago GrcakVcodo was inScrled by the applicant. All occurrences had lo bo dcloted. 

( J Oeloted ending slop cocJon in amino acid sequences and adjusted Ihe '(AjLcngih:* field accordingry (error 

/ duo lo a Palentin btSg), Sequences corroded: 



'Examiner: .t^ic abpvo corrections must bo commu* 
r\c\\Cnl DO NOT send a copy ol i/iis lor 



un\c:iycO lo the applicant in Iho firsi Office 



3/1/95 
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3 <110> APPLICANT: CHUGAI SEIYAKU KABUSHIKI KAISHA 
5 <120> TITLE OF INVENTION: cDNA and deduced amino acid sequence i 
chondrocytes 





8 


<130> FILE 


REFERENCE: CGS98 


-04PCT 
















c--> 


10 


<140> CURRENT APPLICATION NUMBER: US/09/555 


r 342A 








c--> 


10 


<141> CURRENT FILING DATE: 


2000 


-05- 


26 
















10 


<160> NUMBER OF 


SEQ 


ID 


NOS: 


22 




















12 


<170> SOFTWARE: 


Patentin Ver. 2 


.0 


















14 


<210> SEQ ID NO 


: 1 


























15 


<211> LENGTH: 3442 


























16 


<212> TYPE: 


DNA 




























17 


<213> ORGANISM: 


Homo sapiens 




















19 


<220> FEATURE: 




























20 


<221> NAME/KEY: 


CDS 


























21 


<222> LOCATION: 


(49) . . (3183) 




















23 


<400> SEQUENCE: 


1 


























24 


cgccgcagcc 


gccggcgctg tggagatatt ctctaagccg 


ettteate atg ,gga gaa 




25 




























Met Gly Glu 




26 






























I 






28 


ata 


gag 


cag 


agg 


ecg 


ace 


cca 


gga 


tea 


ega 


ctg 


ggg 


gee 


ecg 


gaa 


aat 




29 


He 


Glu 


Gin 


Arg 


Pro 


Thr 


Pro 


Gly 


Ser 


Arg 


Leu 


Gly 


Ala 


Pro 


Glu 


Asn 




30 




5 










10 










15 












32 


teg 


ggg 


ate 


agt 


ace 


ttg 


gaa 


egt 


gga 


cag 


aag 


ecg 


ccc 


cca 


aca 


cct 




33 


Ser 


Gly 


He 


Ser 


Thr 


Leu 


Glu 


Arg 


Gly 


Gin 


Lys 


Pro 


Pro 


Pro 


Thr 


Pro 




34 


20 










25 










30 










35 




36 


tea 


gga 


aaa 


etc 


gtg 


tec 


ate 


aaa 


ate 


cag 


atg 


ctg 


gat 


gac 


ace 


cag 




37 


Ser 


Gly 


Lys 


Leu 


val 


Ser 


lie 


Lys 


He 


Gin 


Met 


Leu 


Asp 


Asp 


Thr 


Gin 




38 










40 










45 










50 






40 


gag 


gca 


ttt 


gaa 


gtt 


cca 


caa 


aga 


get 


cct 


ggg 


aag 


gtg 


ctg 


ctg 


gat 




41 


Glu 


Ala 


Phe 


Glu 


Val 


Pro 


Gin 


Arg 


Ala 


Pro 


Gly 


Lys 


Val 


Leu 


Leu 


Asp 




42 








55 










60 










65 








44 


gca 


gtt 


tgc 


aac 


cac 


etc 


aac 


etc 


gtg 


gaa 


ggt 


gac 


tat 


ttt 


gge 


etc 




45 


Ala 


Val 


Cys 


Asn 


His 


Leu 


Asn 


Leu 


Val 


Glu 


Gly Asp 


Tyr 


Phe 


Gly 


Leu 




46 






70 










75 










80 










48 


gag 


ttt 


cct 


gat 


cac 


aaa 


aag 


ate 


acg 


gtg 


tgg 


ctg 


gat 


etc 


eta 


aaa 




49 


Glu 


Phe 


Pro 


Asp 


His 


Lys 


Lys 


He 


Thr 


Val 


Trp 


Leu 


Asp 


Leu 


Leu 


Lys 




50 




85 










90 










95 












52 


ccc 


att 


gtg 


aaa 


cag 


att 


aga 


agg 


cca 


aag 


cac 


gtt 


gtt 


gtt 


aag 


ttt 




53 


Pro 


He 


Val 


Lys 


Gin 


He 


Arg 


Arg 


Pro 


Lys 


His 


Val 


Val 


Val 


Lys 


Phe 




54 


100 










105 










110 










115 




56 


gtg 


gtg 


aaa 


ttc 


ttt 


ccg 


cct 


gac 


cac 


aca 


caa 


etc 


caa 


gaa 


gaa 


etc 




57 


Val 


Val 


Lys 


Phe 


Phe 


Pro 


Pro 


Asp 


His 


Thr 


Gin 


Leu 


Gin 


Glu 


Glu 


Leu 




58 










120 










125 










130 






60 


aca 


agg 


tac 


ctg 


ttc 


gcg 


ctg 


cag 


gtg 


aag 


cag 


gac 


ttg 


get 


caa 


gge 




61 


Thr 


Arg 


Tyr 


Leu 


Phe 


Ala 


Leu 


Gin 


Val 


Lys 


Gin 


Asp 


Leu 


Ala 


Gin 


Gly 




62 








135 










140 










145 








64 


agg 


ttg 


acg 


tgt 


aat 


gac 


ace 


age 


gca 


get 


etc 


ttg 


att 


tea 


cac 


att 




65 


Arg 


Leu 


Thr 


Cys 


Asn 


Asp 


Thr 


Ser 


Ala 


Ala 


Leu 


Leu 


He 


Ser 


His 


He 



105 
153 
201 
249 
297 
345 
393 
441 
489 
537 
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66 




150 










155 










160 










68 gtg 


caa 


tct 


gag 


att 


ggg 


gat 


ttt 


gat 


gaa 


gcc 


ttg 


gac 


aga 


gag 


cac 


585 


69 Val 


Gin 


Ser 


Glu 


He 


Gly 


Asp 


Phe 


Asp 


Glu 


Ala 


Leu 


Asp 


Arg 


Glu 


His 




70 


165 










170 










175 












72 tta 


gca 


aaa 


aat 


aaa 


tac 


ata 


cct 


cag 


caa 


gac 


gca 


eta 


gag 


gac 


aaa 


633 


73 Leu 


Ala 


Lys 


Asn 


Lys 


Tyr 


He 


Pro 


Gin 


Gin 


Asp 


Ala 


Leu 


Glu 


Asp 


Lys 




74 180 










185 










190 










195 




76 ate 


gtg 


gaa 


ttt 


cac 


cat 


aac 


eae 


att 


gga 


caa 


aca 


cca 


gca 


gaa 


tea 


681 


77 He 


Val 


Glu 


Phe 


His 


His 


Asn 


His 


He 


Gly 


Gin 


Thr 


Pro 


Ala 


Glu 


Ser 




78 








200 










205 










210 






80 gat 


ttc 


cag 


etc 


eta 


gag 


att 


gcc 


cgt 


egg 


eta 


gag 


atg 


tat 


gga 


ate 


729 


81 Asp 


Phe 


Gin 


Leu 


Leu 


Glu 


He 


Ala 


Arg 


Arg 


Leu 


Glu 


Met 


Tyr 


Gly 


He 




82 






215 










220 










225 








84 egg 


ttg 


eae 


eeg 


gee 


aag 


gac 


agg 


gaa 


gge 


aeg 


aag 


ate 


aat 


etg 


gcc 


111 


85 Arg 


Leu 


His 


Pro 


Ala 


Lys 


Asp 


Arg 


Glu 


Gly 


Thr 


Lys 


He 


Asn 


Leu 


Ala 




86 




230 










235 










240 










88 gtt 


gee 


aae 


aeg 


gga 


att 


eta 


gtg 


ttt 


cag 


ggt 


ttc 


act 


aag 


ate 


aat 


825 


89 Val 


Ala 


Asn 


Thr 


Gly 


He 


Leu 


Val 


Phe 


Gin 


Gly 


Phe 


Thr 


Lys 


He 


Asn 




90 


245 










250 










255 












92 gcc 


ttc 


aac 


tgg 


gee 


aag 


gtg 


egg 


aag 


etg 


age 


ttc 


aag 


agg 


aag 


cgc 


873 


93 Ala 


Phe 


Asn 


Trp 


Ala 


Lys 


Val 


Arg 


Lys 


Leu 


Ser 


Phe 


Lys 


Arg 


Lys 


Arg 




94 260 










265 










270 










275 




96 ttt 


etc 


ate 


aag 


etc 


egg 


cca 


gat 


gcc 


aat 


agt 


gcg 


tac 


cag 


gat 


acc 


921 


97 Phe 


Leu 


He 


Lys 


Leu 


Arg 


Pro 


Asp 


Ala 


Asn 


Ser 


Ala 


Tyr 


Gin 


Asp 


Thr 




98 








280 










285 










290 






100 ttg 


gaa 


ttc 


etg 


atg 


gee 


agt 


egg 


gat 


ttc 


tgc 


aag 


tec 


ttc 


tgg 


aaa 


969 


101 Leu 


Glu 


Phe 


Leu 


Met 


Ala 


Ser 


Arg 


Asp 


Phe 


Cys 


Lys 


Ser 


Phe 


Trp 


Lys 




102 






295 










300 










305 








104 ate 


tgt 


gtt 


gaa 


eat 


eat 


gcc 


ttc 


ttt 


aga 


ett 


ttt 


gaa 


gag 


ccc 


aaa 


1017 


105 He 


Cys 


Val 


Glu 


His 


His 


Ala 


Phe 


Phe 


Arg 


Leu 


Phe 


Glu 


Glu 


Pro 


Lys 




106 




310 










315 










320 










108 cca 


aag 


cee 


aag 


ccc 


gtc 


etc 


ttt 


age 


egg 


ggg 


tea 


tea 


ttt 


egg 


ttc 


1065 


109 Pro 


Lys 


Pro 


Lys 


Pro 


Val 


Leu 


Phe 


Ser 


Arg 


Gly 


Ser 


Ser 


Phe 


Arg 


Phe 




110 


325 










330 










335 












112 agt 


ggt 


egg 


act 


eag 


aag 


cag 


gtt 


etc 


gac 


tat 


gtt 


aaa 


gaa 


gga 


gga 


1113 


113 Ser 


Gly 


Arg 


Thr 


Gin 


Lys 


Gin 


Val 


Leu 


Asp 


Tyr 


Val 


Lys 


Glu 


Gly 


Gly 




114 340 










345 










350 










355 




116 cat 


aag 


aag 


gtg 


cag 


ttt 


gaa 


agg 


aag 


cac 


age 


aag 


att 


eat 


tct 


ate 


1161 


117 His 


Lys 


Lys 


val 


Gin 


Phe 


Glu 


Arg 


Lys 


His 


Ser 


Lys 


He 


His 


Ser 


He 




118 








360 










365 










370 






120 egg 


age 


ett 


get 


tea 


eag 


cet 


aca 


gaa 


etg 


aat 


teg 


gaa 


gtg 


etg 


gag 


1209 


121 Arg 


Ser 


Leu 


Ala 


Ser 


Gin 


Pro 


Thr 


Glu 


Leu 


Asn 


Ser 


Glu 


Val 


Leu 


Glu 




122 






375 










380 










385 








124 cag 


tet 


cag 


cag 


age 


acc 


age 


ett 


aca 


ttt 


gga 


gaa 


ggt 


gee 


gaa 


tct 


1257 


125 Gin 


Ser 


Gin 


Gin 


Ser 


Thr 


Ser 


Leu 


Thr 


Phe 


Gly 


Glu 


Gly 


Ala 


Glu 


Ser 




126 




390 










395 










400 










128 cea 


ggg 


gge 


eag 


age 


tgc 


egg 


cga 


gga 


aag 


gaa 


eeg 


aag 


gtt 


tec 


gcc 


1305 


129 Pro 


Gly 


Gly 


Gin 


Ser 


Cys 


Arg 


Arg 


Gly 


Lys 


Glu 


Pro 


Lys 


Val 


Ser 


Ala 




130 


405 










410 










415 
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132 ggg gag ccg ggg teg cac ccg age cct gcg ccg agg aga age cec gcg 1353 

133 Gly Glu Pro Gly Ser His Pro Ser Pro Ala Pro Arg Arg Ser Pro Ala 

134 420 425 430 435 

136 ggt aae aag eag gcg gae gga gee gee teg gcg cec aeg gag gaa gag 1401 

137 Gly Asn Lys Gin Ala Asp Gly Ala Ala Ser Ala Pro Thr Glu Glu Glu 

138 440 445 450 

140 gag gag gte gtt aag gat agg aee eag eag agt aaa eet eag ecc ccg 144 9 

141 Glu Glu Val Val Lys Asp Arg Thr Gin Gin Ser Lys Pro Gin Pro Pro 

142 455 460 465 

144 eag eca age aca ggc tec ctg act gge agt cct eac ett tec gag ctg 1497 

145 Gin Pro Ser Thr Gly Ser Leu Thr Gly Ser Pro His Leu Ser Glu Leu 

146 470 475 480 

148 tet gtg aae teg eag ggg gga gtg gee eet gee aae gtg aee ttg tet 1545 

149 Ser Val Asn Ser Gin Gly Gly Val Ala Pro Ala Asn Val Thr Leu Ser 

150 485 490 495 

152 cec aae ctg age eee gae acc aag eag gee tet eee ttg ate age ccg 1593 

153 Pro Asn Leu Ser Pro Asp Thr Lys Gin Ala Ser Pro Leu lie Ser Pro 

154 500 505 510 515 

156 ctg ctg aat gae eag gee tgc eee egg aeg gae gat gag gat gag gge 1641 

157 Leu Leu Asn Asp Gin Ala Cys Pro Arg Thr Asp Asp Glu Asp Glu Gly 

158 520 525 530 

160 egg agg aag aga tte eca act gat aaa gcg tac tte ata get aag gaa 1689 

161 Arg Arg Lys Arg Phe Pro Thr Asp Lys Ala Tyr Phe lie Ala Lys Glu 

162 535 540 545 

164 gtg tet ace ace gag ega aca tat ctg aag gat etc gaa gtt ate act 1737 

165 Val Ser Thr Thr Glu Arg Thr Tyr Leu Lys Asp Leu Glu Val lie Thr 

166 550 555 560 

168 teg tgg ttt eag age aca gtg age aaa gag gae gee atg ccg gaa gea 1785 

169 Ser Trp Phe Gin Ser Thr Val Ser Lys Glu Asp Ala Met Pro Glu Ala 

170 565 570 575 

172 ctg aaa agt etc ata tte ccg aat ttt gaa cct ttg cac aaa ttt cat 1833 

173 Leu Lys Ser Leu lie Phe Pro Asn Phe Glu Pro Leu His Lys Phe His 

174 580 585 590 595 

176 act aat ttt etc aag gaa att gag eaa ega ett gee etg tgg gaa gge 1881 

177 Thr Asn Phe Leu Lys Glu lie Glu Gin Arg Leu Ala Leu Trp Glu Gly 

178 600 605 610 

180 egc tea aat gee eaa ate aga gat tac eaa aga ate gge gat gtc atg 1929 

181 Arg Ser Asn Ala Gin lie Arg Asp Tyr Gin Arg lie Gly Asp Val Met 

182 615 620 625 

184 etg aag aae att eag gge atg aag cae etg gcg get eac etg tgg aag 1977 

185 Leu Lys Asn lie Gin Gly Met Lys His Leu Ala Ala His Leu Trp Lys 

186 630 635 640 

188 eac age gag gee ttg gag gee etg gag aat gga ate aag age tec egg 2025 

189 His Ser Glu Ala Leu Glu Ala Leu Glu Asn Gly lie Lys Ser Ser Arg 

190 645 650 655 

192 egg ctg gag aae tte tgc aga gae ttt gag ctg eag aag gtg tgt tac 2073 

193 Arg Leu Glu Asn Phe Cys Arg Asp Phe Glu Leu Gin Lys Val Cys Tyr 

194 660 665 670 675 

196 eta ccg etc aae acc tte etc ctg egg eca ctg cac egg etc atg cac 2121 
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197 


Leu 


Pro 


Leu 


Asn 


Thr 


Phe 


Leu 


Leu 


Arg 


Pro 


Leu 


His 


Arg 


Leu 


Met 


His 




198 










680 










685 










690 






200 


tac 


aag 


cag 


gtc 


ctg 


gag 


egg 


ctg 


tgc 


aaa 


cac 


cac 


ccg 


ccg 


age 


cac 


2169 


201 


Tyr 


Lys 


Gin 


Val 


Leu 


Glu 


Arg 


Leu 


Cys 


Lys 


His 


His 


Pro 


Pro 


Ser 


His 




202 








695 










700 










705 








204 


gcc 


gac 


ttc 


agg 


gac 


tgc 


ega 


gee 


get 


ttg 


gca 


gag 


ate 


acg 


gag 


atg 


2217 


205 


Ala 


Asp 


Phe 


Arg 


Asp 


Cys 


Arg 


Ala 


Ala 


Leu 


Ala 


Glu 


He 


Thr 


Glu 


Met 




206 






710 










715 










720 










208 


gtg 


gca 


cag 


etc 


cac 


ggt 


acg 


atg 


ate 


aag 


atg 


gag 


aat 


ttc 


cag 


aag 


2265 


209 


Val 


Ala 


Gin 


Leu 


His 


Gly 


Thr 


Met 


He 


Lys 


Met 


Glu 


Asn 


Phe 


Gin 


Lys 




210 




725 










730 










735 












212 


ctg 


cac 


gaa 


etc 


aag 


aaa 


gat 


ttg 


att 


ggc 


att 


gac 


aat 


ctt 


gtg 


gtt 


2313 


213 


Leu 


His 


Glu 


Leu 


Lys 


Lys 


Asp 


Leu 


He 


Gly 


He 


Asp 


Asn 


Leu 


Val 


Val 




214 


740 










745 










750 










755 




216 


ccg 


gga 


agg 


gag 


ttc 


ate 


egt 


ctg 


ggc 


age 


etc 


age 


aag 


etc 


teg 


ggg 


2361 


217 


Pro 


Gly 


Arg 


Glu 


Phe 


He 


Arg 


Leu 


Gly 


Ser 


Leu 


Ser 


Lys 


Leu 


Ser 


Gly 




218 










760 










765 










770 






220 


aag 


ggg 


etc 


cag 


cag 


cgc 


atg 


ttc 


ttc 


ctg 


ttc 


aac 


gac 


gtc 


ctg 


eta 


2409 


221 


Lys 


Gly 


Leu 


Gin 


Gin 


Arg 


Met 


Phe 


Phe 


Leu 


Phe 


Asn 


Asp 


Val 


Leu 


Leu 




222 








775 










780 










785 








224 


tac 


acg 


age 


egg 


ggg 


ctg 


acg 


gcc 


tee 


aat 


cag 


ttt 


aaa 


gtc 


cac 


ggg 


2457 


225 


Tyr 


Thr 


Ser 


Arg 


Gly 


Leu 


Thr 


Ala 


Ser 


Asn 


Gin 


Phe 


Lys 


Val 


His 


Gly 




226 






790 










795 










800 










228 


cag 


etc 


ccg 


etc 


tat 


ggc 


atg 


acg 


att 


gag 


gag 


age 


gaa 


gac 


gag 


tgg 


2505 


229 


Gin 


Leu 


Pro 


Leu 


Tyr 


Gly 


Met 


Thr 


He 


Glu 


Glu 


Ser 


Glu 


Asp 


Glu 


Trp 




230 




805 










810 










815 












232 


ggg 


gtg 


cec 


cac 


tgc 


ctg 


ace 


etc 


egg 


ggc 


cag 


egg 


cag 


tec 


ate 


ate 


2553 


233 


Gly 


Val 


Pro 


His 


Cys 


Leu 


Thr 


Leu 


Arg 


Gly 


Gin 


Arg 


Gin 


Ser 


He 


He 




234 


820 










825 










830 










835 




236 


gtg 


gcc 


gcc 


agt 


tct 


egg 


tec 


gag 


atg 


gag 


aag 


tgg 


gtt 


gag 


gac 


ate 


2601 


237 


Val 


Ala 


Ala 


Ser 


Ser 


Arg 


Ser 


Glu 


Met 


Glu 


Lys 


Trp 


Val 


Glu 


Asp 


He 




238 










840 










845 










850 






240 


cag 


atg 


gee 


att 


gac 


ctg 


gcg 


gag 


aag 


age 


age 


age 


cec 


gcc 


cet 


gag 


2649 


241 


Gin 


Met 


Ala 


He 


Asp 


Leu 


Ala 


Glu 


Lys 


Ser 


Ser 


Ser 


Pro 


Ala 


Pro 


Glu 




242 








855 










860 










865 








244 


ttc 


ctg 


gee 


age 


age 


cec 


cet 


gac 


aac 


aag 


tec 


cet 


gat 


gaa 


gee 


ace 


2697 


245 


Phe 


Leu 


Ala 


Ser 


Ser 


Pro 


Pro 


Asp 


Asn 


Lys 


Ser 


Pro 


Asp 


Glu 


Ala 


Thr 




246 






.870 










875 










880 










248 


gcg 


get 


gac 


cag 


gag 


tea 


gag 


gat 


gac 


ctg 


age 


gcc 


teg 


cgc 


aca 


teg 


2745 


249 


Ala 


Ala 


Asp 


Gin 


Glu 


Ser 


Glu 


Asp 


Asp 


Leu 


Ser 


Ala 


Ser 


Arg 


Thr 


Ser 




250 




885 










890 










895 












252 


ctg 


gag 


cgc 


cag 


gee 


ccg 


cac 


cgc 


ggc 


aac 


aca 


atg 


gtg 


cac 


gtg 


tgc 


2793 


253 


Leu 


Glu 


Arg 


Gin 


Ala 


Pro 


His 


Arg 


Gly 


Asn 


Thr 


Met 


Val 


His 


Val 


Cys 




254 


900 










905 










910 










915 




256 


tgg 


cac 


cgc 


aac 


ace 


age 


gtc 


tee 


atg 


gtg 


gac 


ttc 


age 


ate 


gca 


gtg 


2841 


257 


Trp 


His 


Arg 


Asn 


Thr 


Ser 


Val 


Ser 


Met 


Val 


Asp 


Phe 


Ser 


He 


Ala 


Val 




258 










920 










925 










930 






260 


gag 


aat 


cag 


ttg 


tct 


gga 


aac 


ctg 


ctg 


agg 


aaa 


ttc 


aaa 


aac 


age 


aac 


2889 


261 


Glu 


Asn 


Gin 


Leu 


Ser 


Gly 


Asn 


Leu 


Leu 


Arg 


Lys 


Phe 


Lys 


Asn 


Ser 


Asn 
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262 








935 










940 










945 








264 


ggg 


tgg 


cag 


aag 


ctg 


tgg 


gtg 


gtg 


tte 


aea 


aac 


tte 


tge 


ctg 


tte 


tte 


2937 


265 


Gly 


Trp 


Gin 


Lys 


Leu 


Trp 


Val 


Val 


Phe 


Thr 


Asn 


Phe 


Cys 


Leu 


Phe 


Phe 




266 






950 










955 










960 










268 


tac 


aaa 


tea 


eac 


eag 


gac 


aat 


eat 


cce 


ett 


gee 


age 


ctg 


cet 


ctg 


etc 


2985 


269 


Tyr 


Lys 


Ser 


His 


Gin 


Asp 


Asn 


His 


Pro 


Leu 


Ala 


Ser 


Leu 


Pro 


Leu 


Leu 




270 




965 










970 










975 












272 


ggc 


tac 


teg 


etc 


ace 


ate 


cce 


tct 


gag 


tee 


gag 


aac 


ate 


cag 


aaa 


gac 


3033 


273 


Gly 


Tyr 


Ser 


Leu 


Thr 


He 


Pro 


Ser 


Glu 


Ser 


Glu 


Asn 


He 


Gin 


Lys 


Asp 




274 


980 










985 










990 










995 




276 


tac 


gtg 


tte 


aag 


ctg 


cac 


tte 


aag 


tee 


cac 


gtc 


tac 


tac 


tte 


agg 


gcg 


3081 


277 


Tyr 


Val 


Phe 


Lys 


Leu 


His 


Phe 


Lys 


Ser 


His 


val 


Tyr 


Tyr 


Phe 


Arg 


Ala 




278 








1000 








1005 








1010 






280 


gaa 


age 


gag 


tac 


aeg 


tte 


gaa 


agg 


tgg 


atg 


gaa 


gtg 


ate 


cgc 


agt 


gee 


3129 


281 


Glu 


Ser 


Glu 


Tyr 


Thr 


Phe 


Glu 


Arg 


Trp 


Met 


Glu 


Val 


He 


Arg 


Ser 


Ala 




282 






1015 








1020 








1025 








284 


acc 


age 


tct 


gee 


teg 


cga 


cce 


cac 


gtg 


ttg 


age 


cac 


aaa 


gag 


tct 


ett 


3177 


285 


Thr 


Ser 


Ser 


Ala 


Ser 


Arg 


Pro 


His 


Val 


Leu 


Ser 


His 


Lys 


Glu 


Ser 


Leu 




286 




1030 








1035 








1040 










288 


gtg 


tat 


tgatggccgg acacaetcgt ttccgcagtg gctgetttce 


tggaagaegt 


3233 


289 


Val 


Tyr 
































290 


1045 
































292 


ttcctttctt I 


ctgtattaat gaagcetggt aaaattaaea 


cetgtctgaa aatcaaaaac 


3293 


294 


atggcttccc i 


ageagctete etgtetceac agccgegttt 


tttaaeeeeg acctetcage 


3353 


296 


gtttgaatga i 


aeagcgetce eacctecagt cetggeatec 


getgggggeg etgttettta 


3413 


298 


gctagtgcca gtattaaaac attgtcatt 


















3442 


301 


<210> SEQ ID NO 


: 2 


























302 


<211> LENGTH: 1045 


























303 


<212> TYPE: 


PRT 




























304 


<213> ORGANISM: 


Homo sapiens 




















306 


<400> SEQUENCE: 


2 


























307 


Met 


Gly 


Glu 


He 


Glu 


Gin 


Arg 


Pro 


Thr 


Pro 


Gly 


Ser 


Arg 


Leu 


Gly 


Ala 




308 


1 








5 










10 










15 






310 


Pro 


Glu 


Asn 


Ser 


Gly 


He 


Ser 


Thr 


Leu 


Glu 


Arg 


Gly 


Gin 


Lys 


Pro 


Pro 




311 








20 










25 










30 








313 


Pro 


Thr 


Pro 


Ser 


Gly 


Lys 


Leu 


Val 


Ser 


He 


Lys 


He 


Gin 


Met 


Leu 


Asp 




314 






35 










40 










45 










316 


Asp 


Thr 


Gin 


Glu 


Ala 


Phe 


Glu 


Val 


Pro 


Gin 


Arg 


Ala 


Pro 


Gly 


Lys 


Val 




317 




50 










55 










60 












319 


Leu 


Leu 


Asp 


Ala 


Val 


Cys 


Asn 


His 


Leu 


Asn 


Leu 


Val 


Glu 


Gly 


Asp 


Tyr 




320 


65 










70 










75 










80 




322 


Phe 


Gly 


Leu 


Glu 


Phe 


Pro 


Asp 


His 


Lys 


Lys 


He 


Thr 


Val 


Trp 


Leu 


Asp 




323 










85 










90 










95 






325 


Leu 


Leu 


Lys 


Pro 


He 


Val 


Lys 


Gin 


He 


Arg 


Arg 


Pro 


Lys 


His 


Val 


Val 




326 








100 










105 










110 








328 


Val 


Lys 


Phe 


Val 


Val 


Lys 


Phe 


Phe 


Pro 


Pro 


Asp 


His 


Thr 


Gin 


Leu 


Gin 




329 






115 










120 










125 










331 


Glu 


Glu 


Leu 


Thr 


Arg 


Tyr 


Leu 


Phe 


Ala 


Leu 


Gin 


Val 


Lys 


Gin 


Asp 


Leu 




332 




130 










135 










140 
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